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ketoisocaproate with Corynebacterium glutamicum strains devoid of plasmids and heterologous 
genes. Microb. Biotechnol. 8: 351-360 
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------------------------------------------------------- 2013 ------------------------------------------------------- 
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dioxide. Appl. Environm. Microbiol. 79: 6974-6983 
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Heidelberg, pp. 281-313 
 

------------------------------------------------------- 2012 ------------------------------------------------------- 
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449-451 
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F. (2012) Lrp of Corynebacterium glutamicum controls expression of the brnFE operon encoding 
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------------------------------------------------------- 2011 ------------------------------------------------------- 
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Doudoroff pathway in the thermoacidophilic euryarchaeon Picrophilus torridus involves a novel 2-
keto-3-deoxygluconate specific aldolase (KDGA). J. Bacteriol. 192: 964-974 

 
------------------------------------------------------- 2009 ------------------------------------------------------- 

 
80.   Schultz, C., Niebisch, A., Schwaiger, A., Viets, U., Metzger, S., Bramkamp, M. and Bott, M. 
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